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SEQUENCE LISTING 

<110> Asterion Limited 

<120> Cytokine Variant Polypeptides 

<130> 5585-72521-01 

<14 0> PCT/GB04/002 827 
<141> 2004-06-28 

<150> 0315182.6 
<151> 2003-06-28 

<160> 32 

<170> Patentln version 3.1 

<210> 1 

<211> 184 

<212> PRT 

<213> Homo sapiens 

<400> 1 

He Gin Thr Leu Met Gly Arg Leu Glu Asp Gly Ser Pro Arg Thr Gly 
1 5 10 15 



Gin He Phe Lys Gin Thr Tyr Ser Lys Phe Asp Thr Asn Ser His Asn 
20 25 30 



Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Tyr Cys Phe Arg Lys 
35 40 45 



Asp Met Asp Lys Val Glu Thr Phe Leu Arg He Val Gin Cys Arg Ser 
50 55 60 



Val Glu Gly Ser Thr He Pro Leu Ser Arg Leu Phe Asp Asn Ala Ser 
65 70 75 80 



Leu Arg Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu 
85 90 95 



Phe Glu Glu Ala Tyr He Pro Lys Glu Gin Lys Tyr Ser Phe Leu Gin 
100 105 110 



Asn Pro Gin Thr Ser Leu Cys Phe Ser Glu Ser He Pro Thr Pro Ser 
115 120 125 



Asn Arg Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg He 
130 135 140 



Ser Leu Leu Leu He Gin Ser Trp Leu Glu Pro Val Gin Phe Leu Arg 
145 150 155 160 



Ser Val Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn Val 
165 170 175 



Tyr Asp Leu Leu Lys Asp Leu Glu 
180 



<210> 2 

<211> 576 

<212> DNA 

<213> Homo sapiens 

<400> 2 



gaggacttaa 


attaaataat 


gatccagacc 


ttaatgggcc 


gcctggaaga 


cggtagcccg 


60 


cggacgggac 


aaattttcaa 


acagacctat 


agtaaatttg 


atacgaacag 


ccataacgac 


120 


gatgctctac 


tgaaaaacta 


tggtctgctc 


tactgcttcc 


gcaaggatat 


ggataaagtt 


180 


gaaacctttc 


tgcgcatagt 


gcagtgtcga 


tctgtggagg 


gctccactat 


tcctctgtcc 


240 


cgcttgttcg 


acaatgcctc 


attacgtgca 


cacagattgc 


atcagcttgc 


ctttgatacg 


300 


taccaggagt 


ttgaagaagc 


gtatattccg 


aaggagcaaa 


aatactcttt 


tctgcaaaat 


360 


ccgcagacct 


cgctgtgctt 


cagtgaaagc 


attccgactc 


catcgaaccg 


tgaggaaaca 


420 


cagcagaaat 


ccaatctgga 


actgcttcgt 


atcagcttac 


tgctcatcca 


aagctggttg 


480 


gaacccgtcc 


aattccttcg 


ttcagtgttt 


gcgaatagtc 


tggtttatgg 


ggcaagtgac 


540 


tctaacgtct 


atgatctgct 


gaaagatctc 


gaataa 






576 



<210> 3 

<211> 185 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Glu He Gin Thr Leu Met Gly Arg Leu Glu Asp Gly Ser Pro Arg 
15 10 15 



Thr Gly Gin He Phe Lys Gin Thr Tyr Ser Lys Phe Asp Thr Asn Ser 
20 25 30 



His Asn Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Tyr Cys Phe 
35 40 45 



Arg Lys Asp Met Asp Lys Val Glu Thr Phe Leu Arg lie Val Gin Cys 
50 55 60 



Arg Ser Val Glu Gly Ser Thr lie Pro Leu Ser Arg Leu Phe Asp Asn 
65 70 75 80 



Ala Ser Leu Arg Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr 
85 90 95 



Gin Glu Phe Glu Glu Ala Tyr lie Pro Lys Glu Gin Lys Tyr Ser Phe 
100 105 110 



Leu Gin Asn Pro Gin Thr Ser Leu Cys Phe Ser Glu Ser lie Pro Thr 
115 120 125 



Pro Ser Asn Arg Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu 
130 135 140 



Arg lie Ser Leu Leu Leu lie Gin Ser Trp Leu Glu Pro Val Gin Phe 
145 150 155 160 



Leu Arg Ser Val Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser 
165 170 175 



Asn Val Tyr Asp Leu Leu Lys Asp Leu 
180 185 



<210> 4 

<211> 576 

<212> DNA 

<213> Homo sapiens 

<400> 4 



gaggacttaa 


attaaataat 


ggaaatccag 


accttaatgg 


gccgcctgga 


agacggtagc 


60 


ccgcggacgg 


gacaaatttt 


caaacagacc 


tatagtaaat 


ttgatacgaa 


cagccataac 


120 


gacgatgctc 


tactgaaaaa 


ctatggtctg 


ctctactgct 


tccgcaagga 


tatggataaa 


180 


gttgaaacct 


ttctgcgcat 


agtgcagtgt 


cgatctgtgg 


agggctccac 


tattcctctg 


240 


tcccgcttgt 


tcgacaatgc 


ctcattacgt 


gcacacagat 


tgcatcagct 


tgcctttgat 


300 



acgtaccagg 


agtttgaaga 


agcgtatatt 


ccgaaggagc 


aaaaatactc 


ttttctgcaa 


360 


aatccgcaga 


cctcgctgtg 


cttcagtgaa 


agcattccga 


ctccatcgaa 


ccgtgaggaa 


420 


acacagcaga 


aatccaatct 


ggaactgctt 


cgtatcagct 


tactgctcat 


ccaaagctgg 


480 


ttggaacccg 


tccaattcct 


tcgttcagtg 


tttgcgaata 


gtctggttta 


tggggcaagt 


540 


gactctaacg 


tctatgatct 


gctgaaagat 


ctctaa 






576 



<210> 5 

<211> 184 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Gin Thr Leu Met Gly Arg Leu Glu Asp Gly Ser Pro Arg Thr Gly 
15 10 15 



Gin lie Phe Lys Gin Thr Tyr Ser Lys Phe Asp Thr Asn Ser His Asn 
20 25 30 



Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Tyr Cys Phe Arg Lys 
35 40 45 



Asp Met Asp Lys Val Glu Thr Phe Leu Arg lie Val Gin Cys Arg Ser 
50 55 60 



Val Glu Gly Ser Thr He Pro Leu Ser Arg Leu Phe Asp Asn Ala Ser 
65 70 75 80 



Leu Arg Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu 
85 90 95 



Phe Glu Glu Ala Tyr He Pro Lys Glu Gin Lys Tyr Ser Phe Leu Gin 
100 105 110 



Asn Pro Gin Thr Ser Leu Cys Phe Ser Glu Ser He Pro Thr Pro Ser 
115 120 125 



Asn Arg Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg He 
130 135 140 



Ser Leu Leu Leu He Gin Ser Trp Leu Glu Pro Val Gin Phe Leu Arg 
145 150 155 160 



Ser Val Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn Val 
165 170 175 



Tyr Asp Leu Leu Lys Asp Leu Glu 
180 



<210> 6 

<211> 573 

<212> DNA 

<213> Homo sapiens 

<400> 6 



gaggacttaa 


attaaataat 


gcagacctta 


atgggccgcc 


tggaagacgg 


tagcccgcgg 


60 


acgggacaaa 


ttttcaaaca 


gacctatagt 


aaatttgata 


cgaacagcca 


taacgacgat 


120 


gctctactga 


aaaactatgg 


tctgctctac 


tgcttccgca 


aggatatgga 


taaagttgaa 


180 


acctttctgc 


gcatagtgca 


gtgtcgatct 


gtggagggct 


ccactattcc 


tctgtcccgc 


240 


ttgttcgaca 


atgcctcatt 


acgtgcacac 


agattgcatc 


agcttgcctt 


tgatacgtac 


300 


caggagtttg 


aagaagcgta 


tattccgaag 


gagcaaaaat 


actcttttct 


gcaaaatccg 


360 


cagacctcgc 


tgtgcttcag 


tgaaagcatt 


ccgactccat 


cgaaccgtga ggaaacacag 


420 


cagaaatcca 


atctggaact 


gcttcgtatc 


agcttactgc 


tcatccaaag 


ctggttggaa 


480 


cccgtccaat 


tccttcgttc 


agtgtttgcg 


aatagtctgg 


tttatggggc 


aagtgactct 


540 


aacgtctatg 


atctgctgaa 


agatctcgaa 


taa 






573 



<210> 7 

<211> 187 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met Cys lie Gin Thr Leu Met Gly Arg Leu Glu Asp Gly Ser Pro Arg 
15 10 15 



Thr Gly Gin lie Phe Lys Gin Thr Tyr Ser Lys Phe Asp Thr Asn Ser 
20 25 30 



His Asn Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Tyr Cys Phe 
35 40 45 



Arg Lys Asp Met Asp Lys Val Glu Thr Phe Leu Arg lie Val Gin Cys 
50 55 60 



Arg Ser Val Glu Gly Ser Thr lie Pro Leu Ser Arg Leu Phe Asp Asn 
65 70 75 80 



Ala Ser Leu Arg Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr 
85 90 95 



Gin Glu Phe Glu Glu Ala Tyr He Pro Lys Glu Gin Lys Tyr Ser Phe 
100 105 110 



Leu Gin Asn Pro Gin Thr Ser Leu Cys Phe Ser Glu Ser He Pro Thr 
115 120 125 



Pro Ser Asn Arg Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu 
130 135 140 



Arg He Ser Leu Leu Leu He Gin Ser Trp Leu Glu Pro Val Gin Phe 
145 150 155 160 



Leu Arg Ser Val Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser 
165 170 175 



Asn Val Tyr Asp Leu Leu Lys Asp Leu Glu Cys 
180 185 



<210> 8 

<211> 582 

<212> DNA 

<213> Homo sapiens 



<400> 8 
gaggacttaa 


attaaataat 


gtgtatccag 


accttaatgg 


gccgcctgga 


agacggtagc 


ccgcggacgg 


gacaaatttt 


caaacagacc 


tatagtaaat 


ttgatacgaa 


cagccataac 


gacgatgctc 


tactgaaaaa 


ctatggtctg 


ctctactgct 


tccgcaagga 


tatggataaa 


gttgaaacct 


ttctgcgcat 


agtgcagtgt 


cgatctgtgg 


agggctccac 


tattcctctg 


tcccgcttgt 


tcgacaatgc 


ctcattacgt 


gcacacagat 


tgcatcagct 


tgcctttgat 


acgtaccagg 


agtttgaaga 


agcgtatatt 


ccgaaggagc 


aaaaatactc 


ttttctgcaa 


aatccgcaga 


cctcgctgtg 


cttcagtgaa 


agcattccga 


ctccatcgaa 


ccgtgaggaa 


acacagcaga 


aatccaatct 


ggaactgctt 


cgtatcagct 


tactgctcat 


ccaaagctgg 


ttggaacccg 


tccaattcct 


tcgttcagtg 


tttgcgaata 


gtctggttta 


tggggcaagt 



60 
120 
180 
240 
300 
360 
420 
480 
540 



gactctaacg tctatgatct gctgaaagat ctcgaatgtt aa 



582 



<210> 9 

<211> 191 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Phe Pro Thr lie Pro Leu Ser Arg Leu Phe Asp Asn Ala Ser Leu Arg 
15 10 15 



Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin Glu Phe Glu 
20 25 30 



Glu Ala Tyr lie Pro Lys Glu Gin Lys Tyr Ser Phe Leu Gin Asn Pro 
35 40 45 



Gin Thr Ser Leu Cys Phe Ser Glu Ser lie Pro Thr Pro Ser Asn Arg 
50 55 60 



Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg lie Ser Leu 
65 70 75 80 



Leu Leu lie Gin Ser Trp Leu Glu Pro Val Gin Phe Leu Arg Ser Val 
85 90 95 

l 

Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn Val Tyr Asp 
100 105 110 



Leu Leu Lys Asp Leu Glu Glu Gly lie Gin Thr Leu Met Gly Arg Leu 
115 120 125 



Glu Asp Gly Ser Pro Arg Thr Gly Gin lie Phe Lys Gin Thr Tyr Ser 
130 135 140 



Lys Phe Asp Thr Asn Ser His Asn Asp Asp Ala Leu Leu Lys Asn Tyr 
145 150 155 160 



Gly Leu Leu Tyr Cys Phe Arg Lys Asp Met Asp Lys Val Glu Thr Phe 
165 170 175 



Leu Arg lie Val Gin Cys Arg Ser Val Glu Gly Ser Cys Gly Phe 
180 185 190 



<210> 10 

<211> 573 

<212> DNA 

<213> Homo sapiens 

<400> 10 



ttcccaacca 


ttcccttatc 


caggcttttt 


gacaacgcta 


tgctccgcgc 


ccatcgtctg 


60 


caccagctgg 


cctttgacac 


ctaccaggag 


tttgaagaag 


cctatatccc 


aaaggaacag 


120 


aaatattrat" 


t* prt" nraaa a 


cccccagacc 


tccctctgtt 






1 RO 

-LOU 


ccctccaaca 


gggaggaaac 


acaacagaaa 


tccaacctag 


agctgctccg 


catctccctg 


240 


ctgctcatcc 


agtcgtggct 


ggagcccgtg 


cagttcctca 


ggagtgtctt 


cgccaacagc 


300 


ctggtgtacg 


gcgcctctga 


cagcaacgtc 


tatgacctcc 


taaaggacct 


agaggaaggc 


360 


atccaaacgc 


tgatggggag 


gctggaagat 


ggcagccccc 


ggactgggca 


gatcttcaag 


420 


cagacctaca 


gcaagttcga 


cacaaactca 


cacaacgatg 


acgcactact 


caagaactac 


480 


gggctgctct 


actgcttcag 


gaaggacatg gacaaggtcg 


agacattcct 


gcgcatcgtg 


540 


cagtgccgct 


ctgtggaggg 


cagctgtggc 


ttc 






573 



<210> 11 

<211> 638 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Met Asp Leu Trp Gin Leu Leu Leu Thr Leu Ala Leu Ala Gly Ser Ser 
15 10 15 



Asp Ala Phe Ser Gly Ser Glu Ala Thr Ala Ala lie Leu Ser Arg Ala 
20 25 30 



Pro Trp Ser Leu Gin Ser Val Asn Pro Gly Leu Lys Thr Asn Ser Ser 
35 40 45 



Lys Glu Pro Lys Phe Thr Lys Cys Arg Ser Pro Glu Arg Glu Thr Phe 
50 55 60 



Ser Cys His Trp Thr Asp Glu Val His His Gly Thr Lys Asn Leu Gly 
65 70 75 80 



Pro lie Gin Leu Phe Tyr Thr Arg Arg Asn Thr Gin Glu Trp Thr Gin 



85 



90 



95 



Glu Trp Lys Glu Cys Pro Asp Tyr Val Ser Ala Gly Glu Asn Ser Cys 
100 105 110 



Tyr Phe Asn Ser Ser Phe Thr Ser lie Trp lie Pro Tyr Cys lie Lys 
115 120 125 



Leu Thr Ser Asn Gly Gly Thr Val Asp Glu Lys Cys Phe Ser Val Asp 
130 135 140 



Glu lie Val Gin Pro Asp Pro Pro lie Ala Leu Asn Trp Thr Leu Leu 
145 150 155 160 



Asn Val Ser Leu Thr Gly lie His Ala Asp lie Gin Val Arg Trp Glu 
165 170 175 



Ala Pro Arg Asn Ala Asp lie Gin Lys Gly Trp Met Val Leu Glu Tyr 
180 185 190 



Glu Leu Gin Tyr Lys Glu Val Asn Glu Thr Lys Trp Lys Met Met Asp 
195 200 205 



Pro lie Leu Thr Thr Ser Val Pro Val Tyr Ser Leu Lys Val Asp Lys 
210 215 220 



Glu Tyr Glu Val Arg Val Arg Ser Lys Gin Arg Asn Ser Gly Asn Tyr 
225 230 235 240 



Gly Glu Phe Ser Glu Val Leu Tyr Val Thr Leu Pro Gin Met Ser Gin 
245 250 255 



Phe Thr Cys Glu Glu Asp Phe Tyr Phe Pro Trp Leu Leu lie lie lie 
260 265 270 



Phe Gly He Phe Gly Leu Thr Val Met Leu Phe Val Phe Leu Phe Ser 
275 280 285 



Lys Gin Gin Arg He Lys Met Leu He Leu Pro Pro Val Pro Val Pro 
290 295 300 



Lys He Lys Gly He Asp Pro Asp Leu Leu Lys Glu Gly Lys Leu Glu 
305 310 315 320 



Glu Val Asn Thr lie Leu Ala lie His Asp Ser Tyr Lys Pro Glu Phe 
325 330 335 



His Ser Asp Asp Ser Trp Val Glu Phe lie Glu Leu Asp lie Asp Glu 
340 345 350 



Pro Asp Glu Lys Thr Glu Glu Ser Asp Thr Asp Arg Leu Leu Ser Ser 
355 360 365 



Asp His Glu Lys Ser His Ser Asn Leu Gly Val Lys Asp Gly Asp Ser 
370 375 380 



Gly Arg Thr Ser Cys Cys Glu Pro Asp lie Leu Glu Thr Asp Phe Asn 
385 390 395 400 



Ala Asn Asp lie His Glu Gly Thr Ser Glu Val Ala Gin Pro Gin Arg 
405 410 415 



Leu Lys Gly Glu Ala Asp Leu Leu Cys Leu Asp Gin Lys Asn Gin Asn 
420 425 430 



Asn Ser Pro Tyr His Asp Ala Cys Pro Ala Thr Gin Gin Pro Ser Val 
435 440 445 



lie Gin Ala Glu Lys Asn Lys Pro Gin Pro Leu Pro Thr Glu Gly Ala 
450 455 460 



Glu Ser Thr His Gin Ala Ala His lie Gin Leu Ser Asn Pro Ser Ser 
465 470 475 480 



Leu Ser Asn lie Asp Phe Tyr Ala Gin Val Ser Asp lie Thr Pro Ala 
485 490 495 



Gly Ser Val Val Leu Ser Pro Gly Gin Lys Asn Lys Ala Gly Met Ser 
500 505 510 



Gin Cys Asp Met His Pro Glu Met Val Ser Leu Cys Gin Glu Asn Phe 
515 520 525 



Leu Met Asp Asn Ala Tyr Phe Cys Glu Ala Asp Ala Lys Lys Cys lie 
530 535 540 



Pro Val Ala Pro His lie Lys Val Glu Ser His lie Gin Pro Ser Leu 
545 550 555 560 



Asn Gin Glu Asp lie Tyr lie Thr Thr Glu Ser Leu Thr Thr Ala Ala 
565 570 575 



Gly Arg Pro Gly Thr Gly Glu His Val Pro Gly Ser Glu Met Pro Val 
580 ' 585 590 



Pro Asp Tyr Thr Ser lie His lie Val Gin Ser Pro Gin Gly Leu lie 
595 600 605 



Leu Asn Ala Thr Ala Leu Pro Leu Pro Asp Lys Glu Phe Leu Ser Ser 
610 615 620 



Cys Gly Tyr Val Ser Thr Asp Gin Leu Asn Lys lie Met Pro 
625 630 635 



<210> 12 

<211> 552 

<212> DNA 

<213> Homo sapiens 

<400> 12 



atccaaacgc 


tgatggggag 


gctggaagat 


ggcagccccc 


ggactgggca 


gatcttcaag 


60 


cagacctaca 


gcaagttcga 


cacaaactca 


cacaacgatg 


acgcactact 


caagaactac 


120 


gggctgctct 


actgcttcag 


gaaggacatg 


gacaaggtcg 


agacattcct 


gcgcatcgtg 


180 


cagtgccgct 


ctgtggaggg 


cagcaccatt 


cccttatcca 


ggctttttga 


caacgctagt 


240 


ctccgcgccc 


atcgtctgca 


ccagctggcc 


tttgacacct 


accaggagtt 


tgaagaagcc 


300 


tatatcccaa 


aggaacagaa 


gtattcattc 


ctgcagaacc 


cccagacctc 


cctctgtttc 


360 


tcagagtcta 


ttccgacacc 


ctccaacagg 


gaggaaacac 


aacagaaatc 


caacctagag 


420 


ctgctccgca 


tctccctgct 


gctcatccag 


tcgtggctgg 


agcccgtgca 


gttcctcagg 


480 


agtgtcttcg 


ccaacagcct 


ggtgtacggc 


gcctctgaca 


gcaacgtcta 


tgacctccta 


540 


aaggacctag 


ag 










552 



<210> 13 

<211> 33 

<212> DNA 

<213> Homo sapiens 



<400> 13 

gctaggatcc aacccttatc caaacgctga tgg 



33 



<210> 14 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 14 

tggataaggg aatggtgctg ccctccacag ag 3 2 



<210> 15 

<211> 39 

<212> DNA 

<213> Homo sapiens 



<210> 16 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 16 

ctctgtggag ggcagcacca ttcccttatc ca 32 



<210> 17 

<211> 32 

<212> DNA 

<213> Homo sapiens 



<210> 18 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 18 

gctaggatcc aacccttatc caaacgctga tgg 33 



<210> 19 

<211> 39 

<212> DNA 

<213> Homo sapiens 



<400> 15 

gtcaactggt cagcggccgc cctctaggtc ctttaggag 



39 



<400> 17 

tggataaggg aatggtgctg ccctccacag ag 



32 



<400> 19 

gtcaactggt cagcggccgc cctctaggtc ctttaggag 



39 



<210> 20 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 20 

gctaggatcc aacccttatc caaacgctga tgg 



<210> 21 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 21 

gtcaactggt cagcggccgc cttcctctag gtcctttagg 



<210> 22 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 22 

gctaggatcc aacccttatc caaacgctga tgg 



<210> 23 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 23 

gctaggatcc aacccttggc atccaaacgc tgatgg 



<210> 24 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 24 

gctaggatcc aacccttggc atccaaacgc tgatgg 



<210> 25 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 25 

gtcaactggt cagcggccgc cctctaggtc ctttaggag 



<210> 26 
<211> 36 



<212> DNA 

<213> Homo sapiens 



<400> 26 

gctaggatcc aacccttggc atccaaacgc tgatgg 



<210> 27 

<211> 40 

<212> DNA 

<213> Homo sapiens 



<400> 27 

gtcaactggt cagcggccgc cttcctctag gtcctttagg 



<210> 28 

<211> 38 

<212> DNA 

<213> Homo sapiens 



<400> 28 

gctaggatcc aacccttgtg tacggcgcct ctgacagc 



<210> 29 

<211> 41 

<212> DNA 

<213> Homo sapiens 



<400> 29 

gtcaactggt cagcggccgc cgctgttggc gaagacactc 



<210> 30 

<211> 35 

<212> DNA 

<213> Homo sapiens 



<400> 30 

gctaggatcc aacccttagc ccccggactg ggcag 



<210> 31 

<211> 40 

<212> DNA 

<213> Homo sapiens 



<400> 31 

gtcaactggt cagcggccgc catcttccag cctccccatc 



<210> 32 

<211> 185 

<212> PRT 

<213> Homo sapiens 



<400> 32 



Met lie Gin Thr Leu Met Gly Arg Leu Glu Asn Gly Ser Pro Arg Thr 
1 5 10 15 



Gly Gin lie Phe Lys Gin Thr Tyr Ser Lys Phe Asp Thr Asn Ser His 
20 25 30 



Asn Asp Asp Ala Leu Leu Lys Asn Tyr Gly Leu Leu Tyr Cys Phe Arg 
35 40 45 



Lys Asp Met Asp Lys Val Glu Thr Phe Leu Arg lie Val Gin Cys Arg 
50 55 60 



Ser Val Glu Gly Ser Thr lie Pro Leu Ser Arg Leu Phe Asp Asn Ala 
65 70 75 80 



Ser Leu Arg Ala His Arg Leu His Gin Leu Ala Phe Asp Thr Tyr Gin 
85 90 95 



Glu Phe Glu Glu Ala Tyr lie Pro Lys Glu Gin Lys Thr Ser Phe Leu 
100 105 110 



Gin Asn Pro Gin Thr Ser Leu Cys Phe Ser Glu Ser lie Pro Thr Pro 
115 120 125 



Ser Asn Arg Glu Glu Thr Gin Gin Lys Ser Asn Leu Glu Leu Leu Arg 
130 135 140 



lie Ser Leu Leu Leu lie Gin Ser Trp Leu Glu Pro Val Gin Phe Leu 
145 150 155 160 



Arg Ser Val Phe Ala Asn Ser Leu Val Tyr Gly Ala Ser Asp Ser Asn 
165 170 175 



Val Tyr Asp Leu Leu Lys Asp Leu Glu 
180 185 



